Fungovani hmyzich genu
pri imunitni odpoveédi



1) Charakterizace imunitni odpovedi pomoci sekvenovani transkriptomu
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Mandelinky — geneticka analyza

Na testovani budou poufziti: & a @ mandelinek v tfech opakovanich (s vyjimkou kontroly — 4 opakovani):
(hlistice, bakterie a kontrolni vpichy budou analyzovany 6 hodin po aplikaci, houba se musi upresnit)

Pro statistiku je potfeba mit 12-15 milion( ¢teni na vzorek — Z jednoho sekvenovani Ize dostat 320-340
milion{ ¢teni... mélo by vyjit az 25 vzork(: 340000000/25 =13600000

S—

PlUsobeni poc. mandelinek |pocet knihoven cDNA
e 1) Kontrola (Cista bez vpichu) 45 +4 9 4
e 2) Kontrola (s vpichem fyziologického roztoku) 39+3¢9 3
* 3) Hlistice kmen 1343 (Steinernema carpocapsae) 39439 3
« 4) Baktérie (puvod z Steinernema carpocapsae) 35+3¢9 3
* 5) Hlistice kmen Jakub (Steinernema feltiae) 39+3¢9 3
* 6) Baktérie (pivod z kmene Jakub) 39+3¢9 3

Celkem: 195 +199 19
« 7) Beauveria 350+3% 3
» 8) Bacillus thuringiensis 39+39 3
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Odpoveédi larev mandelinky na patogeny

1) Control (clean, no injury)

2) Control (injected with phys. solution) 6 hrs
3) Nematote Jakub (Steinernema feltiae) 6 hrs
4) Nematote 1343 (Steinernema carpocapsae) 6 hrs
5) Bacteria G- (from 1343) 6 hrs
6) Bacteria G- (from Jakub) 6 hrs
7) Bacillus thuringiensis US strain 6 hrs

8) Beauveria 48 hrs
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1189 i1 1 1 pl XP_023( short-chain specific acyl-CoA dehydrogenase, mitochondri ¥P_ XP_' XP_966609.1 35.583 1 LALSSLDSSRIGIASOALGIADACLELATEYSSKRLAFGKPLTKLOTIQNKLADMALOL | \ | \
3374 1 1 1 1 1 1 p1 XP_023( aromatic-l-amino-acid decarboxyl Drosophila_CG10697_[ NP_XP_I XP_975682.1 54.316 4 DIGVGSRS] MIRHMO.I-I FFDNISSA\‘ MAEQSKLISSHLWG LKLKESAFSIPFIRYLYSG D.MKDDPAYAAS'I'\NSQI LFSLOTWPISSSLSNY
4222 1 1 1 2 TTSKMSNS MSKNCINLFKIPTKSLKKKSLKTEIPNEMNPC\SLO.INKLRIFEQRREIKIDRNLRKLKLLKRPI* |
4742 1 1 1 1 1 p1 X¥P_023C uncharacterized protein LOC111505893 [LepDec] X¥P_ XP_ XP_015839937 1 62 857 4 IGMSGRKA MGHKDTN MGLSGFC( MVLREDFEISSNLLMIVLKLSISIVSGLIRRYAAYTSGLIPFSKNLRNSSAFSEGSYS*
5047 1 1 1 1 1 1 p1 XP_023( neprilysin-2-like, partial [LepDec] Dro Dra Drosophila_CGiXP_ XP_ XP_008194350.1 53.004 4 FADTESEIT| MTNYEAY] MCEAIDLA QILHLCCGFILEPTGHLKSLAKSSEFDMGPITLMLSGTCSSVMINCCSSSILVLEHOMLAAETAN
5151 1 1 1 1 1 p1 XP_023C unchara p2 XP_023C uncharacterized protein LOC111 XP_ XP_ XP_I XP_ XP_I XP_015840034.1 32.203 2 TYFICFEYII| PILFA';STLSVSEO.KYSNLEKESLNMFGVKKFH KYILDVSSO.LLWINHYSLYLEKIKIFL* ‘ | ‘
5781 1 1 1 1 1 1 p1 XP_023( venom carboxylesterase-6-like [Lef Dro Drosophila_CG923( XP_ XP_ XP_008197517.1 40.90% 1 |QTE5VIKFI5DDO.FN RPVLRTAG NMAKYSPWFYVFSYEG RLGG\A’EQRTVPG\"RHTEDLGYI FRGFPTRI NNISESDKLTSN RIKLWTRM
8374 1 1 1 1 1 1 1 1 1 1 1 ¥P_ ¥P_ XP_008201261.2 40.741 1 ISATLSKWCDKKTSKM\"KNVSLLLFA\"L\"LGWS\"PTRQRRO.FV\NENYDDLG NL\"NMSPS\"SS'I'ITGTITI'RAPASFRRCLTACRNL
8522 1 1 1 1 1 p1 XP_023C uncharacterized protein LOC111502142 [LepDec] X¥P_ ¥P_ XP_015838477 1 37 615 1 NVLVEKLENWSNESNDOONTYIGAVYVHLYGLRVGTIIPGYREVEYSCYGVGKTDTMIKILCAAEPSKYVWILRTTANTFLKDTCGKSPIY
4107 1 1 1 1 1 p1 X¥P_023( organic cation transporter protein-like [LepDec] ¥P_ ¥P_ XP_008192950.1 61 386 1 LEFRRVLFRSIERCXDLWIFDENERTIINEWNITCLENQW KISLVGSSHFAG IVVGSLVFGVLADRFGRKLVFIFCIFLMSWSGALQAFSXI
9337 1 1 1 1 p1 ¥P_023C uncharacterized protein LOC111515995 [LepDec] 2 XSAXAYVN MALDXYNLKDKIFKTKISLTQIIFQKMMNNIFSIHNXQLDLIGLANOLISNLDNYHRKDTLOTEKFSDLLRMFLNQKIFHLIN
9338 1 1 1 2 NWHKFSFN MKSWNRKNRKNKLTYVLIFKLFPQKQMKSKKHO.IHKPF[LLSKTLSFKFPFD.KDD.LIHIKIK*
9772 i 1 1 1 1 pi XP_023( oxidation resistance protein 1 isoform X1 [LepDec] ¥P_/XP_I XP_015835724.1 82.313 3 WVYRFDNY| MGLYRIGL| LHXXXTLFPXTTLFRXGLTGRRF3333F33GGRSSCESSTGVDPSDSFSGISRLGTYIC
9906 i 1 1 1 1 1 pi XP_023C uncharacterized protein LOC111514698 [LepDec] ¥P_/XP_' XP_008198792.1 35.451 2 IKQVLYTDY MILNFROSLSMOLECGRLILLGFLYLFHKPVTSYDPKENSQQDSNLYIW QAICXVHLDQSNCHRISDLGTL®
10475 1 i1 1 1 1 1 1 1 1 1 1 pi XP_023( glucose dehydrogenase [FAD, quinone]-like [LepDec] ¥P_ XP_' XP_967340.1 47368 2 RKTWEXTY XATYTLSLHDALPICSCCHXXXCLLKTLGLSYSKYSPELMPNPDHWYFSTYSKENSCKK™ ‘ |
10513 i 1 1 1 1 1 pi XP_023( zinc metalloproteinase-disintegrin-like batroxstatin-2 isof XP_ XP_ XP_015839285.1 37.695 2 TTSGKIVFAHDALPICSLIVAAVSKSSSLDVOLVTCYLAGLSSITPKQFALIRPSTAKTLVAIGVSTITNFCIQFVIVRGTGIGITSTILW®
10938 1 i1 1 1 1 1 1 1 1 1 1 1 pi XP_023( protein yellow-like isoform X3 [Lep Drosophila_CG18550_y NP_ NP_XP_008197172.1 37.831 1 N3LGESGRYGAGLPSDGFRRONSGIKLOEVFAWSKIDYNWPNVEARDEAIRNGVYVAENNLPLGVARWKNKLFVTVPRWRSGVPAL
11520 i 1 1 1 1 1 pi XP_023C uncharacterized protein LOC11151 Drosophila_CG3383_CC ¥P_ XP_ XP_008190292.1 33.333 1 KXMFLFSVTLYLTLOFSFLSGAPSATECEIDPFSANAPLLIENGKSSIYPOYGERTIRFPAGHVVELSCPQREVLTNGXSSGSIVWATCVSC
13977 1 1 1 i 1 1 1 1 1 1 pi XP_023( glycine N-methyltransferase [LepDec] ¥P_ XP_I XP_973564.1 47.573 1 REQMOALSNFEKCVKRGGLLLIEHINYDHKLDSGSTATKCIYYNSLHTTDIRTSVLFVGRKPALVTLDYFIDTSSTEEEKSDTISEFAKSEFR
14022 1 i1 1 1 1 1 1 1 1 1 1 pi XP_023( short-chain specific acyl-CoA dehydrogenase, mitochondri ¥P_ XP_ XP_008193101.1 33.028 2 TSFFNVEN|MLTAMRPRSPIFFICSFGYSCSLESIFAAIGLISPSAKSLHVFW SIRWVSGRALKLAMPLFRIHEALNVMFFLNKVTNIMFLTL
14143 i 1 1 1 1 pi XP_023( facilitated trehalose transporter Tret1-2 homolog isoform | ¥P_ XP_ XP_971406.1 32.944 2 SNHFSTPLY MMISGFKTSGW KRVANVYFLWFWHSASRRSMRCSVSSFALILLPPLNQVRAILASSICPCLMSQTGLSGRQKNTIHAVI
14283 i 1 1 1 1 pi XP_023( probable low-spec ity L-threonine aldolase 1 isoform X2 XP_ XP_ XP_974457.2 24 686 1 NMYEKIIKTOLGADVKIIDLRTOTISRPTQEMKEAMYIAEVGDDVYGEDPTVTELERRSAELLGKEDALFVASGTMANLIAIMVHCSQR!
14532 i 1 1 1 pi XP_023( endoglucanase-like [LepDec] 3 IASSAIKMI IST[SESFD,' CFECYQMEAYSIISRYIGCFRLLYQRIFPNDHPNQRGKRRRRMHHSLLGLLCPILRLGPNHTHKEQKTSPNLO
15094 1 1 1 1 1 1 1 1 1 1 1 1 1 pl XP_023C inter-alpha-trypsin inhibitor heavy chain H4-like isoform » ¥P_ XP_I XP_008193328.1 52.138 2 YLTRIVEM [ MPSFSFTPSSLANCLCCWASGMWNLTTALVELIISISDDGFSFSSFLLTSFPDLREGVLTNFSGRLSFTNTSTFKSLIICPGCIFS
15615 1 1 1 1 1 pl XP_023C uncharacterized protein LOC111508568 isoform X2 [LepDe XP_ XP_973012.1 27.673 2 SFEDLMEL MFTNNLGIFLASAGKQPETASIPIFVHFFOLFLTKEQRYFDPNFTSRMOASISLEVYSMFFSISGHLSFDMSINFIKSSK
15950 1 1 1 1 1 1 1 1 1 1 1 1 1 pl XP_023( UDP-glucuronosyltransferase 2B2-like [LepDec] X¥P_I ¥P_' XP_973188.1 43.195 3 FIMLKLIFY| HHVE\IDICI MEDKSPWEKFNIESGEIMGCVGFPTASWYCKNTPHDDIPTIGAWNLAAKPYPIGKKNCPCIIRSKCS*
17944 1 1 1 1 1 1 1 1 1 pl XP_023( GILT-like protein 1 [LepDec] XP_ ¥P_I XP_008190388.1 32.461 1 LYWVYN KM PGPV TVYQVLTLSGVTHAQSERLMYTVYYETLCPFAKKFIVEQLHPLLHS DLSPYIELELIPYGKAKTEKKNDTHFEFTCHH
18108 1 1 1 1 1 pl XP_023( facilitated trehalose transporter Treti-like [LepDec] X¥P_ X¥P_' XP_015840227.1 49.361 4 MSVTVIVA' MS\I‘{FCRd MYFSQSCLl MYCNKSSQIPLNYFCESITSGIINDVYDKHVCLFYNFMWVNISFOMIILHLYEYSLVILNNNRLFIKI
18167 1 1 1 1 1 1 pl XP_023( ficolin-1-like [LepDec] Trik Dro Tribolium_TCOC XP_| XP_I XP_008190578.1 42.735 1 YTITFFSADVVLRYWASSASKIGVYYOGEPINNNDTEPLPRDCOEAYDKEYREDGVYQI QLDEFPEMMVYCDMTSYGGGWTVWAKR
18989 1 1 1 1 1 pl XP_023C uncharacterized protein LOC111502381 [LepDec] 3 DMSQPEF|FENQDLFR RHVSARVHVSSVENETPHIGOHLVSRVLPTSIKVPTSSGTTQIFYRTGTAPKRNRNSHTHNSOTDDAFVGH'
19026 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 pl XP_023( macrophage mannose receptor 1-1 Trik Trik Drosophila_CG: ¥P_ XP_I XP_970274.2 27.966 3 NELIMWF]| MLFSTGSL{ METHGLGW MEHLSIISIGIQENPMVYTMRRKDAFKYSLKKIPWYGTIIPQLWRIPISYNR®
19027 1 1 1 1 1 1 1 1 1 1 1 1 1 1 pl XP_023( macrophage mannose receptor 1-1 Trik Trik Drosophila_CG: ¥P_ XP_I XP_970274.2 27.966 3 SNELIMW GSLVMISL METHGLGWMEHLSIISIG IQENPMYTMRRKDAFKYSLKKIPWYGTIIPOLWRIPISYNR*
19245 1 1 1 1 1 1 1 pl XP_023( period circadian protein isoform X4 [LepDec] XP_I ¥P_I XP_015835617.1 62.439% 9 MESESGTT|MYGSNSC! MRRFIGIId MEVCALV‘:i MQKWLT“ MFLLVSTGl MKIYKDFSl MFVILSSF[{ MSKSLLGIHMASNEVALILYR
19323 1 1 1 1 1 pl XP_023C neutral alpha-glucosidase C-like [LepDec] XP_I XP_ XP_015833523.1 38.889 3 NNDOFKA| MDPNQF] MAAYLCDPTKCERLSTKGRFLPSSLCMRPW W DALLCKNPYKFITSLCLTFPFSRTSCGREFSSS™
18820 1 1 1 1 1 1 1 1 1 1 p1 XP_023( venom acid phosphatase Acph-1-like, partial [LepDec] ¥P_ ¥P_ XP_001811085.2 38 281 2 MERIIFIILY MAAGYLAPCLKITCTNSTVSLSDCLEPPIHQAKSIMEIIRSISLKTRRNTVVSADVAELOQYLVCDILSRYDLRPVQAL
20250 1 1 1 1 1 1 p1 XP_023( serine protease Hayan-like [LepDer Dro Dra Drosophila_CG. XP_ XP_' XP_008193352.1 33.243 2 GFIMEWFF MWGNSSISASYPPRMLNLTIPLLLTPFENLLHALSDFLSFLN LTGIPSSGDLGCIMPLIEG D.D.TlAVKPSKSHILMRCG RVY
20407 1 1 1 1 1 p1 XP_023( glucose p2 XP_023C uncharacterized protein LOC111 XP_ XP_ XP_' XP_ XP_I XP_015840347.1 36.283 7 MFGRHRK| MRSYMTN| MFC\DSTSd MLQNYISF{ M\"HRLCSI‘ MEVLLRKT| MPKTRLKFESSGT\FIEKNEQFCSFMSYNTI'YTSEIFNT(
20572 1 1 1 1 1 1 1 1 1 1 1 1 p1 XP_023( cytochrome P450 6k1-like isoform Dro Drosophila_CG108¢ XP_ XP_ XP_008194912.1 42 355 3 MFSIPTFT] MNSWASN MDLEGSLKSKILSAAFLNPECSSSKOSPFMPKAYDVITSAPYRAASCLAFTTSSVSKIFPICRTISRLVSTTMSY
20638 1 1 1 1 1 1 p1 X¥P_023( DNA excision repair protein ERCC- Dro Dra Drosophila_CG! XP_ XP_ XP_008198808.1 35.685 5 GSCNTSET{ MNTLTAVY MGSSN LFI* MRG CLLLI[i MDSESFFLFRFFLVSNLILICSLLLSKDFLNSCRFFNASCCCIYLSIFRVIMSPILLEELS
20645 1 1 1 1 1 1 1 1 p1 XP_023( facilitated trehalose transporter Tret1-2 homolog [LepDec] XP_ XP_' XP_015840227.1 43.90% 2 MFSQKRY] MAQMEVDTAAVEKDLNLGGKSSAKIVOGMG PKPMLRKIKYAVSVMTG ILENDLTLIPWLSKQQYTPRGTSEITIPMME
INGEA 1 11 1 1 1 1 m1 VD 230 nan Pracanhila FE2EMA FC2EM 2 304 1 RAALSMSIEARAFE] IRCAISUBTUDN MD K~ EAEDEDK ERUE RENED] ETTENENNAK EAVLAR MO FCrED AVHE M ATDME T
> DeSeq_Beauveria_sum_Gal35 ‘Galaxy35-AnotMandel (2) DeSeq_sum Galaxy35-AnotMandel List9 Short name + 4 >
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